Abstract
In the city of Beijing in 2008, five newborns with fever, shortness of breath, and coagulation disorders in the same hospital were clinically diagnosed with hospital 30 acquired acute myocarditis. Using pharyngeal swabs from the five newborns (each 31 sampling has got the informed consent of the parents or guardian of the patient), one 32 CVB3 strain was confirmed using reverse transcription and semi-nested PCR as 33 described previously (6). In the city of Pingdu in Shandong province in 2012, we 34 identified one CVB3 strain in pharyngeal swabs from two children clinically 35 diagnosed with HFMD and concurrent acute myocarditis sampling (the sampling has 36 got the informed consent of the parents of the patients). These two CVB3 strains 37 produced typical cytopathic effects (CPEs) in human rhabdomyosarcoma (RD) cells.
38
After propagation and purification of the plaque by cell culture, overlapping 39 fragments of the two viruses were obtained using degenerate primers based on the This finding reveals that CVB3 has been circulating in China for many years and 66 represents an independent evolution propensity. Notably, the whole genome sequence 
